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1 ctgcagcaag ttacttaatg ttttttgcct cagcatcctc tctgtaaaat gagagcatta 
61 gtcttgctcc aacttcgagg gcatggacag ctctgggatt tcatatccaa gaccctta^a 
121 catcccacag .tccttccccc ^aacacttct cctcctaata cctccctcag tttgggtcag 
181 gcctggaaca aaaaggcata cgaaatggta gaaaaagtgt ccatgactac ttctgactta 
241 gatgaagaga ccaatgaaaa tagtaatgac tctgtttgct tcagcaggac atatactaaa 
3 01 ataggagcta tacaaagaag attagcatgg actctgtgca agaatgacac acaaatttgt 
3 61 gaaacattcc atatattaaa aataaataaa taataaagag aaaaggaaaa aattaaaaag 
421 aaaatagtga tagctgtgtc catctcaaag aaaagcccag gagatttcct ttatttaccc 
481 cctttaagat agaatattag gagaccggaa catatgatac aggaggtact gggagggtcc 
541 ctctttgtca atgttttgtc ttggggtggg gagtcgatgt cttctcaaag tttcagaaac 
601 accatccact gactgagcat tcaaggggca agaggagaat ggcagccaca tttgttgatt 
661 gggtgagttt ggggagaaat agacacacaa aggtcaaaca taacttccta attaacactt 
721 ccctccattc acaattccct tctcccattc ttctctcctg tcttttacts akaraaaccc 
781 agtttttcct gaaactataa aaataccccc agtatgttta cataatttac acctcaaaga 
841 ttagaaacca gaaatagaga ccttttcaac ccttccggaa gcaaagcgca ttatccctcc 
901 agccacgtgt ctcaaatctt gatgcatcag aatcatctgg gtgctttkaa attcaagatg 
961 attcctacga gttaccataa atcaactcag aattccctgg agtggggcca gggatctgta 
1021 tttccgacaa gctcccacag gtgattcctt tccccacagc atttgagaac ttcagctcaa 
1081 tgacctaatc agagtcctgc cattgctaat atctggtctc atttttbtca tatatatata 
1141 tagtatttgt ggtagagatg ggattttgcc atgttgccca ggctagtatt gaactcctaa 
12 01 gctaagcaat cttcctgtct ctgcctccca aaatgttggg attacaggtg taagccactg 

12 61 cacccggctg atagctggtt tcatttactc tatttcttga ccactctgat ccattttgaa 
1321 gtaaaaatgc tccaattatt atgctgtttt agaacacggt aagcatgtca tgtgctaatg 

13 81 gccagtgaca tcataaaaga aaagtgcatt actgaatgct ttcaatgtct tataatgatg 
1441 gtaaggtggc atgtcatggg gcctatttag cccagacatc actccaaaga attccaaaca 
1501 gatatagaca agtgccttta gggcccagat cccttcccct caggctgttt acccagggaa 
1561 taggatgtcc tgggacaagt ttcccctaag tgaagtgttg ataagtctgc ttatcagaaa 
1621 gatattactg ggggtgtgat atgtagggca tctacatttt cttgataggt agtcatatga 
16 81 aagctgacaa agaaaaaaag ggcagtgatg tggtgcaatg tcaacagaca gctgtcccct 
1741 gactcttgac aaataggatg acttgcattg ctgagcgatg tgatcaccac caaaggaatg 
1801 gccctctcac atttcttcct gattcacata tccagcaggg ttagctcgtc ctcccctccc 
1861 tcttcagctt cccagacact gagtctggaa tgaaaatcca cctgcctctg agttggctcc 
1921 taatgggggc gggagtgtta cttcggttcc caggttggaa gattatctca cccggcccca 
1981 gctatataag ctgaccggtg tggaggggcc cagcagggcc aactccaggg attccttcca 

2041 cgacagaaaa acatacaaga crccttcagc caac 
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FIGURE 6B 
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FIGURE 7A 
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FIGURE 7B 
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FIGURE 8 
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